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Development of novel therape

agents targeting posttran modified proteins
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Posttranslational modification affects protein functions. Glycoprotein hmb (GPNMB) is identified
as a stemness-related oncoprotein. We found that GPNMB has some glycosylation and
phosphorylation sites which are essential for its tumorigenic functions. Therefore, we are going to
screen macrocyclic peptides or monoclonal antibodies against these modification sites, and trying to
clarify the importance. Furthermore, we would like to develop novel therapeutic agents or
diagnostic reagents in the future.
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We will develop macrocyclic peptides and monoclonal g A
antibodies which specifically recognize glycosylated or BRARTF R ) %J?;‘D.‘i”':'
phosphorylated GPNMB. We are going to figure out the A= TR

importance of modified GPNMB in tumorigenesis using
clinical materials. We will apply these products for novel
cancer therapies or diagnostic reagents.
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